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1 Introduction 

The purpose of this document is to provide a guide on how to process data offline which has been 
captured from a TD-GC-Lonestar system, using the 91-0259 FAIMS Viewer Lonestar GC software. 
 
This document will explain how to  

 set up and launch the “FAIMS Viewer”, 
 load matrix files generated by the Lonestar system 
 generate plot overlays using the “Multi-ROI” function integrated in the software 
 export the plot overlay data into MS Excel. 

 

2 Definitions 

Abbreviation/Term Definition 
FAIMS Field Asymmetric Ion Mobility Spectrometry 
DF Dispersion Field 
LNS Lonestar 
RIP Reactant Ion Peak 
SOP Standard Operation Procedure 
CV Compensation Voltage 
CF Compensation Field 

 

3 Procedure 

3.1 How to install and launch the FAIMS Viewer. 

3.1.1 The FAIMS Viewer software is packed in a compressed zip. file named 91-0259 FAIMS 
Viewer Lonestar GC 

FAIMS Viewer software download instructions are located within Owlstone Medical's 
Knowledge Base. Please click here to access our guidance, or visit 
www.owlstonemedical.com, click on Support, and search for FAIMS Viewer.  

Unzip the file to extract the folder containing the software files (Figure 1) 

 
Figure 1. 91-0259 FAIMS Viewer Lonestar GC software pack. The file folder is generated by extracting the zip file.  
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3.1.2 The folder generated will contain several files. Find the “FaimsViewer” application file (Figure 
2) by using the “Search” box and execute it to launch the software.  

 
Figure 2. FaimsViewer launcher. Create a short cut and place it in the desktop for future data processing. 

3.1.3 If using Windows 10, in the “Windows Defender” box you may need to select “more info” and 
then “Run Anyway”. 

3.1.4 A black window will pop up and after a few seconds, the FAIMS Viewer interface will appear 
(Figure 4). Click on both “ROI” buttons to display the positive and negative mode 2D CV 
sweep. 

 
Figure 3. FAIMS Viewer launcher interface. Click on both “ROI” buttons. 



OW-018879-TP-2  28 January 2020 
 

© 2020 Owlstone Medical Ltd Page 4 of 9 
 

 

3.1.5 The software is now ready to be used. The FAIMS Viewer main interface is shown in Figure 
4. 

 
Figure 4.  FAIMS Viewer interface. Press the ROI button to display the 2D CV sweep graphs. The interface is divided in 5 
main sections: 1) File directory panel – used to select matrix files, 2) Positive mode DF matrix viewer with ion current adjuster 
column, 3) Positive mode 2D CV sweep, 4) Negative mode DF matrix viewer with ion current adjuster column, and 5) 
Negative 2D CV sweep.  

3.2 How to load DF matrices onto the FAIMS Viewer.  

3.2.1 Use the left panel to find the folder and select the matrix file to be loaded onto the viewer 
(Figure 5). Once found, click on the matrix file. The matrix will be loaded after a few seconds. 
The file path is displayed at the top of the interface. The message “Processing done”, 
located at the bottom of the interface, confirms the file loading has been completed.   

 
Figure 5.How to load a matrix file. The top banner shows the file path and document being displayed. The bottom bar 
message describes the current status of the software. 

1) 

2) 

3) 5) 

4) 
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3.2.2 Right click on the positive mode DF matrix displayed and select 3D Visualization > Fixed 
axis > Dispersion Field. The Dispersion Filed (V) - Compensation Field (V) plot will be 
replaced with the Compensation Field (V) - Time (s) plot (Figure 6).  

      

 
Figure 6. How to display the Compensation Field (V) – Time (s) plot. If the “3D Visualization” option does not appear, right 
click on the positive mode 2D CV sweep plot (box number 3 in Figure 3) and then right-click back gain on the 3D matrix. 
The 3D visualization option should now appear. 

 

3.2.3 In order to visualize the matrix, adjust the bar panel located to the right of the positive DF 
matrix viewer (Figure 7).  

            
Figure 7.How to visualize the DF matrix. It is possible to change the colour scheme by right-clicking on the coloured bar.  
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3.2.4 Select a cf in the positive DF matrix viewer to display a chromatogram (Intensity over 
retention time) in the 2D CV sweep plot (Figure 8). Do not select the cf within the RIP’s area.  

 
Figure 8. Chromatograph visualization. In this example, the chromatograph corresponds to a cold trap blank. Notice 
scaling on Intensity axis will be automatically adjusted. 

3.3 How to generate plot overlays using the “Multi-ROI” option.  

3.3.1 Follow steps described in sections from 3.2.1 to 3.2.4 3.2.4 to visualize a chromatograph. 
Right-click on the positive mode 2D CV sweep and select “Add to Multi-ROI”. Enter the 
name of the series and press “OK” (Figure 9).  

         
Figure 9. How to add a chromatograph plot in the overlay. In this example a cold trap blank will be used. 

RIPs 



OW-018879-TP-2  28 January 2020 
 

© 2020 Owlstone Medical Ltd Page 7 of 9 
 

 

3.3.2 The negative mode side screen will be covered by the “Multi-ROI” plot, in where the CV 
sweep graph will be plotted and labelled with the name entered (Figure 10). Double-click on 
the “Multi-ROI” tab at the top to open a single window for the overlay. 

 

 
Figure 10. Generation of a chromatograph overlay. Notice scaling will be adjusted automatically. Series labels can be 
moved.  

3.3.3 Repeat the process to add new series to the Multi-ROI plot (Figure 11). Maintain the same cf 
when adding more chromatograph series. This also applies for the negative mode. Note: 
when loading the second matrix, it is required to return the 3D Visualization back to “time” 
and then to “dispersion field” it is also required to right click down so that the menu. 

 
Figure 11. Overlays in FAIMS Viewer. Notice the difference in the Cold Trap Blank (red line) when rescaling the intensity 
axis (y).  
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3.4 How to export data to Excel. 

3.4.1 To export to a excel (.csv) file, right click on the Multi-ROI plot, select “Export”. Select “CSV 
from plot data” and click on export (Figure 12) Select the file location and the excel file 
name. The Multi-ROI plot can be exported either by using the “Export” option or by coping 
using the computer screenshot command.  

 
Figure 12. Data export function. Select “CSV from plot data” to export into Excel format. 

3.4.2 Save the Excel CSV file as an Excel Workbook. 

3.4.3 The same Multi-ROI plot can be obtained from the excel file exported. Open the Excel file 
generated. As the x-axis (retention time in seconds) for both matrices are the same, only one 
x-axis values column is required (Figure 13). 

 

 
Figure 13. Excel file generated. The x axis is the retention time in seconds, which is same for all the series overlaid. The 
column in yellow can be deleted/omitted when performing further statistical analysis.  



OW-018879-TP-2  28 January 2020 
 

© 2020 Owlstone Medical Ltd Page 9 of 9 
 

 

3.4.4 In this example, select the three columns. On Excel, go to “insert”, and select “scatter plot 
with straight lines”. The plot generated will be the same as the one displayed on the FAIMS 
Viewer (Figure 14). 

 
Figure 14. Data analysis on Excel: chromatograms overlay. 

 

4 Contacts and support 

Owlstone Medical Ltd is dedicated to providing excellent support.  
For all technical and safe use question relating to this manual, contact as at:  
 

 

Owlstone Medical Ltd. 
183 Cambridge Science Park 
Milton Road 
Cambridge CB4 0GJ  
United Kingdom 
 
Tel: +44 (0) 1223 428200 

 
 
Or email support at support@owlstone.co.uk 


